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1-Bioinformatics and Functional Genomics, 3nd Edition, Jonathan Pevsner,
2015,Wiley-Blackwell, USA

2-Bioinformatics for Biologists, Pavel Pevzner, Ron Shamir, 2014, Cambridge
University Press, UK

3-Bioinformatics: An Introduction, Jeremy Ramsden,2015, Springer, USA

4-Essential Bioinformatics, Jin Xiong, 2006, Cambridge University Press, UK




{Algorithms in Bioinformatics) SCiloygdilom (glo o 338l & w0 pl
dzrly Vivelg olaas |
FA el slows
S asly Vianly g
el i) 93
o i slday
O taowr Oolliulosl Oolfyls O cale pauws o Woyls i o LoST 500

KV

e a3 il 2] Sl sl (ol 20,03 9l e slo iy s gl oy ol 55
G5 28 sl 131y W (25,38 ol b ol Wl lo aslo s gy sl S
22,95 (b sl pmtils (Folal g sy lo 4SS 200 o ol BLF 4 is sl 02,65
J> 12 U oy velys 08 gonils 0498 by ;0 g, (oo Jled dy uyd poee ol 5l a0 15 sl
H L e il ool 1) canlt ol 02,8 WS il Sy S (o il il
waled oozl 34290 (sl p2 55l

fJuad o
Fledde pealio 5 )0 (Spe =)
wlfaiz 5 g s3l2en gy (sl adlip 3 )15 Joldh (s slo M5 Jolos 5 33l 5 -Y
chilide sl (B sty sl g5 50 Ol sloop)ls 5 BgS ke e Jsa 5 355 e (sl 600
o g iedge ol (I sl oSl 0ol 0 gt
Lo 5 psitlbio cpgips)Snisl ipgly slo ojs> 0 dm Jus b g slo gy (e Y
TSy
e 55 cilisn (gla 0ol gl 4ty a oot 5 55 5 (oleand by dasijo (slo o258 -F
bily) g Lo 0 i g Sl wSileygiilyn 0 230 5 SUF (e gle @3S 0 lS -
- Seygkd
wheige (R8ly oS (Jeh aile (e e aSeh g5y 2 ) JB iz slo o601 -0

w g ol 08 gy aligs gloral il




watleiol oha)
o33 sl sle gge3 pr Ol roan  oilns )|
B0 1 jgua1) e yd & y9021) S )d D yges) 3050 &y guy)
(03,5 st (33,5 LAt (03,8 Lasede (33,5 asedo
¥ $lds sl (gesl Y- \K
Y'
- s
t&abo o i d

1-Algorithms in Computational Molecular Biology, M. Elloumi, A. Y. Zomaya,

Wiley, 2011.

2-An Introduction to Bioinformatics Algorithms (Computational Molecular Biology),
N. C. Jones and P. A. Pevzner, MIT Press, 2004,
3-Algorithmic Aspects of Bioinformatics, Hans-Joachim Bockenhauer and D.
Bongartz, Springer, 2007.
4-http://bioinformatics.msu.edu/ngs-summer-course-2014
S-Algorithms on Strings, Trees and Sequences: Computer Science and Computational

Biology, D. Gusfield, Cambridge University Press, 1997.

6-Biological sequence analysisProbabilistic models of proteins and nucleic acids, R.
Durbin, S. R. Eddy, A. Krogh, G. Mitchison, Cambridge University Press, 1998.
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1-Marketa Zvelebil, Jeremy O, Baum, “Understanding Bioinformatics”, Garland
Science, 2003.

2-Peter Revesz, “Introduction to Databases: From Biological to Spatio-Temporal”,
Springer London, 2012,

3-Abraham Silberschatz, Henry F. Korth, S. Sudarsham, “Database System
Concepts”, 6™ h ed. , McGraw-Hill, 201 1.

4-Baoying Wang, Ruowang Li, William Perrizo, “Big Data Analytics in
Bioinformatics and Healthcare”, Medical information science, 2015.

5-Jake Chen and Amandeep S. Sidhu, “Biological Database Modeling”, Artech House
, 2007,

6-Remez Elmasri and Shamkant B. Navathe, “Fundamentals of Database Systems”,
Addison Wesley, 5™ ed , 2003.

7-John V. Carlis, Joseph Maguire, “Mastering Data Modeling: A User-Driven
Approach”, Addison Wesley, 2000.

8-C.J. Date, “Relational Database”, Writings 1994-1997, Addison Wesley, 1998,
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1-Cell signaling Edited by B.D. Gomperts, I. M. Kramer and P.E.R. Tatham, 2009

2-Biochemistry of Signal Transduction and Regulation 4% Edition, Edited by G.
Krauss 2008
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1-Cristianini N., Hahn M.W. Introduction to Computational Genomics: A Case
Studies Approach, Cambridge University Press, London 2007,
2-Introduction to Genomics, Arthur M. Lesk, 2012, Oxford University Press; UK

3-Computational Genomics, Srinivas Aluru, 2016, 2nd edition, Chapman & Hall,
USA
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I-Sergios Theodoridis, Konstantinos Koutroumbas, ‘“Pattern Recognition”, 3rd
Edition, Elsevier Academic Press, 2006.

2-Cristopher M. Bishop, “Pattern Recognition and Machine Learning”, Springer,
2006.

3-Richard O. Duda, Peter E. Hart, David G. Stork, “Pattern Classification”, 2™
Edition, John Wiley & Sons, 2001.

4-Ethem Alpaydin, “Introduction to Machine Learning”, The MIT Press, 2004.
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I-Networks: An Introduction, M. E. J, Newman, Oxford University Press, Oxford (2010)

2-Reuven Cohen and Shlomo Havlin, Complex Networks: Structure, Robustness and
Function, Cambridge University Press, Cambridge (2010). Quite a short book, but it
covers most of the topics of the course, at least to some extent, and some others that
are not in the book by Newman,

3-8. N. Dorogovtsev, Lectures on Complex Networks, Oxford University Press, Oxford
(2010).

4-R. K. Ahuja, T. L. Magnanti, and J. B. Orlin, Network Flows: Theory, Algorithms, and
Applications, Prentice Hall, Upper Saddle River, NJ (1993)

5-A. Barrat, M. Barthelemy, and A. Vespignani, Dynamical Processes on Complex
Networks, Cambridge University Press, Cambridge (2008)

6-G. Caldarelli, Scale-Free Networks: Complex Webs in Nature and Technology, Oxford
University Press, Oxford (2007)

7-C. D. Meyer, Matrix Analysis and Applied Linear Algebra, SIAM, Philadelphia, PA
(2000)

8-M. E. J. Newman, A.-L. Barabasi, and D. J. Watts, The Structure and Dynamics of
Networks, Princeton University Press (2006)
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1-Molecular Evolution and phylogenetics by Masatoshi Nei and Sudhir Kumar, 2000.

2-Evolution by Carl T. Bergstrom and Lee Alan Dugatkin, 2012.

3-The Logic of Chance: The Nature and Origin of Biological Evolution by Eugene V.
Koonin, 2011.
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1-Molecular Modeling Principles and Applications, Andrew R. Leach, Pearson

Education, 2001.

2-Molecular Modeling of Proteins, Andreas Kukol, Springer (Humana Press), 2008.
3-New Algorithms for Macromolecular Simulation, T. J. Barth, M. Griebel, D. E.

Keyes, R. M. Nieminen, D. Roose, T. Schlick, Springer, 2006.

VY



(Stochastic Processes) azws’ dolai slydoo ;o pb

Aoy ¥ ol ofuad

YY el olaar

A 3=l Y iaslg gof
e rey0 £

Ky KV RS 30T

Oyl O6lialo3T DolS,l8 O cale Hiuwms lai 00yl i ae Lo B3gel

HE RV

Candy GLab 5 4n oloy el b G0l (sloazl b ad] )z s ool 3] o
20 WipS oo )8 cpdizue oolitul 5y50 Jlews o3gpel e S\l 5 T Le (sledie ool aS

358 3 (s 9 S 3550 panlie (nl 8 g0 AWy ol

rJud o

CUT U - &)57 2l g Bolal sl yuize ely 3 g pealie 5l oBsS (gloyg0 saosia -1

wolal

6l s Fls — culal (sLailo = JUE auls gy sl — Uil ol5 20 Lo (sln uondy =
S 90l 6Ly = i le — Gl la Jloxat — (2885 5 1,08 glgzendrg — JLasl

wslasls slo yoniy —

sleaysh 5l (o Jle — Ll za395 o Jlanf olgs 1S Lo jamiy S sl Ll (glopssss -V
— & 9 Srte St lema sy — (L Cundy K 5l B Slass Lansgme — Ll

Shphe iy = iyl oo sl oo

o stasnld (elys = ulyy sleanld — O g ol sloan] 32 e (oo staoy] s -F
<S5 S E = csgF slaanlp— pgo 45 p slaanl i — U8 e i

RSB ITTY

°395 wtles sl (gl £5 ol roles (oo )l
Sy Oy g) Lo yd &) B0y O)gu2s) S yd & ygecat)
(20,8 aseida (33,5 ascda (83,8 Lasdue (09,5 Larie

AN &g gle yge3l v ¥

Y.
e




1- Stochastic Processes: Theory for Applications, Robert G. Gallager, 2014,
Cambridge University Press.

2- Pierr Bremoud, (1999) Markov Chains, Monte Carlo Simulations and Queues.

3- Karlin, S. and Taylor, M.H. (1975) A first course in Stochastic Process
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Applications of Dynamical Systems in Biology and Medicine, Trachette Jackson
and Ami Radunskaya, 2015, Springer, USA
Differential Equations, Dynamical Systems, and an Introduction to Chaos, Third
Edition, 2012, Morris W. Hirsch and Stephen Smale, Academic Press, USA
y.a. kuzenetsav, elements of applied bifurration theory, spiringer, 1998.

h, khalili, nonlinear systems and control-hall, 1996

v.i. amold, ordinary differential equations, the mit press, 1998
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1- Paun, G., Rosenberg, G. and Saloma, A., DNA computing, Springer Verlag, 1998
2- DNA Computing and Molecular Programming, Satoshi Murata and Satoshi
Kobayashi, 2014,Springer, USA
3- Theoretical and Experimental DNA Computation, Martyn Amos, 2010, Springer,
USA
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1- Evolutionary Optimization Algorithms, Dan Simon, 2013, Wiley, USA
2- A Field Guide to Genetic Programming, Riccardo Poli and William B. Langdon,

2008, Wiley, USA

3- Multimodal Optimization by Means of Evolutionary Algorithms, Mike Preuf,
2016, Springer, USA
4- Goldberg, “Genetic Algorithms”, in Search, Optimization and Machine Learning.
Addison Wisley 1989,
5- Mitchell, “ An introduction to genetic algorithms”, MIT Press 1998.
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